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Case Study

Your patient is a 58-year-old woman who has been diagnosed with Acute Coronary Syndrome,
scheduled for an angioplasty, and informed that she would need to take clopidogrel for at least
three months. She mentions that her father died of a stroke while taking the drug, and is concerned.
You look into pharmacogenetic influences on clopidogrel response and use the results of your
patient’s genetic test to determine if and what change in the prescription is indicated.

For Follow-up: Search dbGaP (https://www.ncbi.nlm.nih.gov/gap/) to find Clinical

Studies examining the impact of genetics on clopidogrel response.

dbGaP houses studies that provide access to demographic, clinical and molecular data. While this data is provided at no cost, due to the

nature of the patient-level data full access requires an application to an NIH Data Access Committee. Use NCBI resources to gather information useful for optimizing your patient’s medication.

For more information see the dbGaP website.

a GaP VY Step 1 Look up Clopidogrel Response in MedGen (https://www.ncbi.nlm.nih.gov/
GENOTYPES and PHENOTYPES medgen/) to learn more about the phenotype.

eMERGE Network's Multi-Center Pilot of Pharmacogenetic Sequencing in Clinical Practice
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Step 3 Click a link to find a genetic test in the NIH Genetic Testing Registry Step 5 Go to the dbSNP record (https://www.ncbi.nlm.nih.gov/snp/) to find relevant
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